
Question Driven Data

Stress Treatment/
Developmental Stage

Gene Expression

Available Omic Data

Chromatin Accessibility/
Histone Modification

Known TF Binding

Sequence Conservation

ID Putative CREs

Data Processing

Genes of Interest
(i.e. co-expressed genes)

Enriched k-mers (pCREs)

Multi-Omic Data Integration

Supervised Machine Learning

Multi-Omic Snapshot
of pCREs

Association
Rules

X    Y

Predictive Modeling

Location
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Compile an array of 
predictive features

Copy Number
Variation
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